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searched PubMed,
Scopus, and |I[EEE databases
up to November 2024.

Inclusion criteria were

studies that used T1W, T2W,
FLAIR, and Post contrast T1
for training machine learning
algorithms

to classify IDH mutant Glioma
from the wild type and high-
grade gliomas from low grade

gliomas
which were confirmed by
histopathology evaluation.

Quality assessment of eligible
studies was

evaluated using QUADAS-2
tool. Statistical analysis was
implemented using R software
version

4.4.2.

Wintermark

Results:  Thorough  screening
yielded five eligible studies with
685 patients. The  pooled
sensitivity

and specificity of predicting high
grade versus low grade glioma
were 92.2% (95% CI: 85-96%)
and

92.3% (95% CI. 83-97%). The
diagnostic odds ratio (DOR) was
175 (95% Cl. 22-288). The
positive

and negative likelihood ratios were
94 (95% CI. 5.1-11.6) and 0.11
(95% CI: 0.03-0.18), respectively.
Furthermore, the performance of
Al models in predicting IDH
mutant glioma and wild type
variant

were 80% (95% CI. 34-97%) for
sensitivity and 86% % (95% CI:
80-91%) for specificity. The
positive

and negative likelihood ratios were
5.83 (95% CI: 1.65-10.80) and
0.23 (95% CI: 0.03-0.83),
respectively. The DOR was 25.6
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