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They can be administered prophylactically, such as the HPV

vaccine, to prevent cancer development. They can also be
given therapeutically, training the immune system to recognize
and target tumor-specific antigens.
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O Figure A. Lymph node specimens were obtained from four adult patients with primary

head and neck squamous cell carcinoma at the Department of Otolaryngology, Medical
College of Wisconsin. Two patients had positive lymph nodes (LN*) and two had y
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validating our scRNA-seq findings at the protein level. In
addition, we plan to perform ChlP-seq and ATAC-seq on Memory
NK cell population to further elucidate the epigenetic
mechanisms regulating their function and anti-tumor response.
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CD7* NK cells were isolated and sorted using the gating strategy
CD3e/CD14/CD19/CD20- CD7+ to capture all NK cells, including early progenitor cells. visualization, and unsupervised

O Figure C: NK cells (CD3¢/CD14/CD19/CD20~ CD7*) from lymph node specimens were SUEEIINE

then utilized to perform single-cell RNA sequencing via the 10x genomic protocol. v ! %
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Integrated analysis: anchoring,

Sequencing data were aligned with the Cell Ranger pipeline and analyzed using
multiple bioinformatic tools to assess transcriptional profiles.
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