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Positive crossmatch cutoff values: T cell MCS >50, B cell MCS >100 74 and Ab reactivity (Spearman Rank Coefficient, rs = —-0.49, —0.53, and 0.52, respectively; p < 0.0001),

Among all the polymorphic residues within 15A of the Bw4 motif 77-83 of all Bw4 alleles, seven were
associated with MFI variability, with residues 74 and 12, respectively, showing the strongest positive
and negative correlation.

Amino acid sequence alignment of the Bw4+ alleles in the SAB panel showing
polymorphic residues (highlighted in blue) that are within a 15A radius of
residue 77S and 80N of B*47:03

CONCLUSION

Determining the specificity and clinical relevance of HLA antibody (Ab) remains challenging- particularly in highly sensitized patients. This case highlights the complexity of
determining Ab specificity, demonstrating that alloantibodies can recognize conformational epitopes formed by multiple eplets, including non-linear and adjacent
polymorphic residues outside the conventional epitope. Understanding these structural nuances is crucial for accurately assessing their validity and clinical relevance.
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