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Background 2

« Anti-HLA DQ donor specific antibodies (DQ-DSA) are associated
with chronic graft damage

* Presence and strength of DQ-DSA does not predict the immediate
development of antibody mediated rejection (AMR)

« We hypothesize that levels of HLA-DQ expression on endothelium
could influence the pathogenicity of HLA antibodies

Object

« Characterize HLA-DQ expression in endothelial cells in
cardiac allografts

« Determine if HLA-DQ expression is increased during
episodes of AMR

« Assess feasibility of using IMC to visualize relative HLA-DQ
expression

“

Four heart biopsies at different time points were selected from
one pediatric heart recipient to
exemplify different clinical scenarios:

« 1) states of both clinical antibody-mediated
rejection (AMR) with strong presence of HLA-DQ
donor-specific antibodies (DQ-DSA),

« 2) no AMR with presence of DQ-DSA.

 We used a 33-marker IMC panel which included an Anti-
HLA-DQA1 Antibody [EPR7300] and markers to detect
Immune cells, HLA Class |, HLA-DR, and nonimmune cell
markers for cell type segmentation.

« DSA assignments were based on donor and recipient HLA
types determined by DNA-based HLA typing methods,

primarily next-gen sequencing Figure 1. (above) Relative changes in HLA expression through post-transplant course. A-D, HLA-DQA co-localized on CD31 cells with varying CD68 infiltration. E-H, HLA Class | and I co-localization
« All types were determined using next generation sequencing
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T1 post-op 3.1yr, DQ DSA + T2 post-op 4.0yr, DQ DSA +++ T3 post-op 6.2yr, DQ DSA +++++ T4 post-op 6.7yr, DQ DSA ++++
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