Relapse of acute myeloid leukemia detected during routine cell subset purity
assessment via flow cytometry as part of the myeloid cell lineage-specific -t | tV
chimerism analysis: A case report vitalant.

Gonzalo Montero Martin*, Kristina Gaines, lan Scott, Brant Ostland, Art D. Hoffman, Ralph Hines Il, Anthony Cheche,
Nalaja Marcus, Brian J. Franz

. - . e Poster# 412
Histocompatibility HLA Laboratory, Vitalant, Phoenix, Arizona, USA

*Contact information: gmonteromartin@vitalant.org

INTRODUCTION RESULTS

. . . _ 15t Relapse and 2"d Relapse and

Acute myeloid leukemia (AML) is a : P

hematological malignancy characterized by 15t BMT with MUD#1 Engraftment 2n% BMT with MUD#2 Engraftment

the expansion of immature myeloid cells or 10/10 matched Failure 9/10 matched Failure (BMT Timeline)
myeloblasts resulting in failure of normal

hematopoiesis and life-threating cytopenia. Txed on 10/27/2021 (09/26/2023) Txed on 02/01/2024 (02/10/2025)

Allogeneic hematopoietic stem cell
transplantation (allo-HCT) Is an established . : . :
therapy to control the disease. Recipient- Mixed Chimerism: Mixed Chimerism: Sorted Chimerism (04/29/2024) Sorted Chimerism (02/10/2025)

donor chimerism is routinely analyzed after 97-99% Donor 50% Donor (09/26/2023) -> T cells CD3+ 99% Donor -> T cells CD3+ 95% Donor

?e”,‘;CT.SrT tsormfnﬂfi‘;rn:n”c?gift”;ﬁ?r;;‘g‘ﬁn I8 from 01/28/2022 to 09/07/23) _> Myeloid Cells CD33+ 99% Donor  -> Myeloid CD33+ < 1% Donor

also be used to screen for disease relapse
post-HCT which remains a major cause of
treatment failure and is associated with high
mortality. Sorted or cell lineage-specific
chimerism analysis paired with next-
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diagnosed case of AML relapse that was also
detected during flow cytometric cell subset
purity assessment and confirmed via myeloid
cell lineage-specific NGS chimerism analysis.
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subsets are not contaminated by non-
target cells. This case exemplifies how
Informative routine cell subset purity
assessments via flow cytometry can be in
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